MATERIALS AND METHOD 
3.1. Sources of data and data collection
Chittagong Veterinary and Animal Sciences University has developed a herd health database of 55 dairy farms in Chittagong metropolitan area. The farmers under herd health programme keep individual cow record in an organised way and this data were used for the current study. The study was performed in five metro thanas namely Bakolia, Bandar, Kotwali, Patenga and Panchlaish of Chittagong district. These five thana areas were selected due to the availability of organised dairy farms. A total of 15 farms from the five metro-thanas were selected randomly and a total of 480 crossbred of Friesian × Local (F × L), Friesian × Shahiwal (F × SL) and Friesian × Shahiwal × Local (F × SL × L) cows and 33 sires of their genotype were used under this study. The experimental data were collected from the record sheets of the selected farms. Data set consists of records relating to animal born from 1992 to 2005 years. 
3.2. Productive and reproductive performance of the crossbred dairy cows 
The data on productive and reproductive performance of individual animal involves the description of genetic make up, season and year of birth. Season of birth were defined as three seasons namely Summer (March to June), Rainy (July to October) and Winter (November to February). Reproductive data consists of age at first calving, post partum heat periods and intervals between calving. These three reproductive traits were recorded on days required for those events. Number of lactation, length of milk production period in days and how much milk is produced in liters were recorded.
3.3. Statistical analysis 
From the collected data the mean and standard errors (SE) for the studied traits e.g., age at first calving (AFC), post partum heat period (PPH), calving interval (CI), lactation length (LL) and lactation milk yield (LMY) were estimated using the PROC MIXED of SAS (SAS, 2000) and the differences in means were tested by using the least significance differences (LSD) test (Steel et al., 1997).    
3.4. Estimation of genetic parameters for productive and reproductive traits
The heritability, genetic and phenotypic correlations for the traits were estimated from a multivariate analysis by AIREML based on Restricted Maximum Likelihood Procedure (REML) using average information matrix (Johnson, 1993). A mixed model was fitted for analysis. The mixed model used for the analysis was presented as:
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Where,
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