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CHAPTER – I
INTRODUCTION

The genus Gallibacterium is meant for ‘bacterium of chicken’. At first Kjos-Hanssen (1950) published a paper on this which was subsequently named Gallibacterium. Hanssen (1950) isolated haemolytic Pasteurella-like bacteria from layers suffering from peritonitis and salpingitis. Since then, a number of authors have published work on what presumably represents Gallibacterium (Harbourne, 1962; Bisgaard, 1977; Gerlach, 1977; Mirle et al., 1991).

Pohl (1981) conceived the genus Gallibacterium under the family Pasteurellaceae and described the organisms of this genus as a large group of Gram-negative chemoorganotrophic, facultative anaerobic and fermentative bacteria. 

Recently, the genus Gallibacterium was established in 2003 (Christensen et al., 2003). Strains included in this genus were formerly classified as ‘Actinobacillus salpingitidis’, avian [Pasteurella] haemolytica-like organisms and [Pasteurella] anatis (Bisgaard 1982). After extensive analysis of these strains by DNA-DNA hybridization (Piechulla et al., 1985), rRNA-DNA hybridization (De Ley et al., 1990) and 16S rRNA sequencing comparison (Dewhirst et al., 1993), a closer relationship was observed between ‘A. salpingitidis’, [Past.] haemolytica-like and [Past.] anatis. To date genus Gallibacterium includes the species Gallibacterium anatis and Gallibacterium genomospecies 1 and 2. Two biovars are described within G. anatis, biovar haemolytica (haemolytic) and biovar anatis (Nonhaemolytic) (Bojesen et al., 2007) 
The genus Gallibacterium have a wide host range including chickens, turkeys, geese, ducks, pheasants, partridges, cattle, egrets and others (Bisgaard, 1993), but chickens are the preferred host (Bojesen et al., 2003). 

Gallibacterium spp. constitutes a part of the normal flora in the upper respiratory and the lower genital tracts (Bisgaard, 1977). Oppose to this several reports suggested that Gallibacterium spp. possesses pathogenic potential. Isolates can be recovered from mixed infections and a range of pathological lesions in poultry, including septicaemia, oophoritis, follicle degeneration, salpingitis, peritonitis, enteritis and respiratory tract lesions (Kjos-Hanssen, 1950; Bisgaard, 1977; Suzuki et al., 1996;  Bojesen et al., 2003).  

Gallibacterium infections do not result in pathognomonic clinical symptoms or lesions. Neubauer et al. (2009) from  their prevalence study described the following clinical symptoms and lesions from where Gallibacterium  were isolated: increased mortality (sudden/lingering), decrease in laying performance (5-10%), lack in uniformity, depression, shaking heads, nasal discharge, degeneration of combs, diarrhoea, cannibalism, follicle degeneration, salpingitis, peritonitis, oophoritis, septicaemia, enteritis and respiratory tract lesions.

On bovine blood agar Gallibacterium forms smooth and shiny, greyish, semitransparent, circular raised colonies with an entire margin and a size of 1-2 mm in diameter, butyrous in consistency, after 24 h incubation at 370 C. In addition, most strains are haemolytic  and produce a characteristic wide β haemolytic zone (1-2 mm) (Bisgaard, 1982) and thus can easily be diagnosed with such colonial morphology along with at least two biochemical tests – catalase and oxidase to which they show positive reactions (Christensen et al., 2003). They are Gram negative pleomorphic cells, occur singly and in pairs (Neubauer et al., 2009). Nothing is known on its prevalence in chickens in Bangladesh. This study was done to achieve the following objectives:
· To   estimate the prevalence of Gallibacterium spp. in poultry in Bangladesh
· To provide an insight into the postmortem lesions consistent with isolation of Gallibacterium 
· To verify a PCR test to identify 16S rRNA gene of Gallibacterium using DNA from boiling of the isolates with an aim to introduce a low cost but sensitive molecular technique to identify Gallibacterium.
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